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Saluseq Nimbo T & &1 . M F RIZE

pllIE2:NE
SE400 10.0 Gb 18 hr > 80%
PE300 15.0 Gb 25 hr > 80%
SE50 1.25Gb 3.4hr > 90%
25M
SET5 1.875Gb 4.1hr > 90%
SE100 2.5Gb 4.7hr > 90%
PE150 7.5Gb 10.9 hr > 90%
| | | [ |
SE50 3.0Gb 3.7hr > 90%
SET5 45Gb 4.5hr > 90%
60 M
SE100 6.0Gb 5.4hr > 90%
PE150 18.0Gb 12 hr > 90%
| | | [ |
SE50 5.0Gb 3.8hr > 90%
SET5 7.5Gb 4.6hr > 90%
100M SE100 10.0 Gb 5.5hr > 90%
PE150 30.0Gb 13.2hr > 90%
SE400 40.0 Gb 20.5 hr > 80%
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Saluseq Nimbo Bf) 77 7 IR & I #8 1R 1& 32 {1

25 M, SESO3IFF mm

24 Samples / Run

TAT B8] 11.1 /B

TZER X mNGS ZZE
mIERZEEEAE

60 M, SESOR
3 Samples/Run TAT BJjg] 9.3 /B

E T Saluseq Nimbo B & 3E & R 4 M A 2, mNGS 15 TAT X7 9.3 VBT, tNGS T35 TAT X9 11.1 /0B
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Em- B A REIZET 1% [RIME

A= 8 EGFR p.E746_AT50delELREA Reference Standard;
MEFHEE FEA Saluseq Nimbo #4TPELS50ME, FTMF 2 NRun

Sampleid Total_reads(M - Fold 80 Mean_coverage_depth | Coverage_1X(?

=10 5 FE— 2

23.86 98.50 9117 4722 100 s102
2 22,02 98.40 91.41 135 4494 100 100 2 g - = 2D
3 21.42 98.40 91.48 1.31 4338 100 100 s o I ; 72 5550 13
4 20.61 97.81 91.48 13 3913 100 100 a MNSOSZZE  GOARTTARGAGARG PH7HS A0 2 - &5 PEs
5 24.15 98.58 90.87 1.31 4301 100 100 5 2 126 ss2s 228
6 25.39 98.66 90.56 1.28 4393 100 100 s 7 @ @0 D

¥R -IR & BKER (Index Hopping) B/NFE A Z4

I MFF 5% Saluseq NimboF & #17 SE75 T,
WIEEE R THEIBREMR S, Raw Q30 > 93%, Index Hopping B/ %3 Z 3.44(0.000344%)

Sample_id - DU-10 DU-64 DU-12 DU-20 DU-22 DU-32 DU-56 - DU-28 DU-29 DU-35 DU-43 -

Raw_total_reads(M) 68.87 12.67
Raw_Q30 (%) 93.83 93.12 95.08 93.64 94.42 95.24 93.50 92.00 93.18 94.49 93.61 94.51 93.34 93.98 93.49
Clean_total_reads(M) 63.38 153 2.00 4.18 2.44 121 6.64 2.96 320 5.01 5.65 4.45 11.79 6.58 515
Clean_total_reads_rate(3%) 92.04 91.80 95.85 91.46 95.38 94.56 94.13 89.67 79.72 95.64 93.09 90.46 93.07 89.45 94.27
Clean_Q30 (%) 96.01 96.06 96.47 95.61 96.14 96.71 95.78 95.66 96.07 96.16 95.65 96.29 95.62 96.05 95.91
Hop rate
Sample_id Total_reads DU-10 DU-64 DU-12 DU-22 DU-32 DU-56 DU-35 DU-43 Hop_reads (ppm)
e 4216904 98880 309881 235272 174180 29882 713633 391077 2201174 8420 7506 10629 14508 15537 6325
Mapped.reads 2324250 78025 249 60969 95781 18155 411174 266409 1393480 3 1 0 1 2 1 8 3.44
(MapQ=60; rmdup)
(e 85156 77979 241 69 0 0 28 2737 4102 0 0 0 0 0 0 0 0.00
lebsiella pneumoniae
oA 63386 0 0 59865 15 0 174 3332 0 0 0 0 0 0 0 0 0.00
orynebacterium resistens
. ' 95775 0 0 1 95751 0 5 3 15 0 0 0 0 0 0 0 0.00
neumocystis jirovecii
EREFGEE 18731 0 2 424 10 18155 76 12 52 0 0 0 0 0 0 0 0.00
Staphylococcus aureus
EALLEE 397530 0 5 0 4 0 396142 0 1372 2 1 0 1 2 1 7 17.61
Pseudomonas aeruginosa
oS 275499 0 0 570 1 0 14615 260313 0 0 0 0 0 0 0 0 0.00
orynebacterium striatum
ERBITE

1388173 46 1 40 0 0 134 12 1387939 1 0 0 0 0 0 1 0.72

Enterobacter hormaechei




PR GR-NA12878 #£24s WES M F AWM RN E, Dup Lk ER, ERNFE REE S

I M4 NA12878 gDNA, & A& 100ng;
XEWE: ERESMBRETREELTNZHNE WES X&E

HRER - NAL2878 14 WES NFERIRHEERTE—H

Accuracy of SNPS
Sample01 Sample02 Sample03 Sample04 Sample01 Sample02 Sample03 Sample04 ons0%

Clean_total_reads(M) 73.67 73.60 73.62 73.69 72.64 72.25 72.90 72.05 anaond
Q30(%) 95.30 95.27 95.28 95.32 96.23 96.14 96.20 96.04 s

GC_content(%) 46.25 46.37 46.27 46.54 46.56 46.73 46.51 46.80
snao

Duplication_rate(%) 5.09 4.95 5.05 5.30 14.75 13.87 14.46 14.54 NE&  Nmbo | NRa  Nimbo ke e
All_reads_after_rmDup(M) 68.59 68.74 68.60 68.36 58.90 59.03 59.44 58.22 o _M) _”_) o
Mapping_rate(%) 99.98 99.98 99.98 99.98 99.97 99.97 99.97 99.97
Unique_mapping_rate(%) 93.58 93.17 93.81 93.24 93.27 93.84 93.54 9291
Target_region_reads(M) 47.04 47.99 47.05 47.47 37.89 38.93 38.28 37.79 TR
Capture_rate(%) 68.59 69.81 68.58 69.44 64.34 65.95 64.41 64.92
Fold80_rmDup 1.89 1.89 1.86 1.82 1.84 1.82 1.79 1.79
Mean_coverage_depth 12817 130.66 128.14 129.19 103.55 106.31 104.48 103.03 II II III II III II II I
Coverage_at_least_4X(%) 98.83 99.01 98.82 99.01 98.83 99.01 98.82 99.01
NES  Nmbo | NES  Nmbo | NE&  Nmbo | NEE  Nimbo
Coverage_at_least_10X(%) 98.62 98.80 98.61 98.80 98.60 98.78 98.59 98.78 — i - i
Coverage_at_least_20X(%) 98.06 98.25 98.09 98.34 97.80 98.05 97.86 98.13 el PR W Prechlon PV M Fscore

rEm-UHRR AR RANF FPKM XM >99%

I Mik#Ea: BETF Universal Human Reference RNA (UHRR) #5 /& viad #EE RNA XJ&;
M RBE: A Saluseq Nimbo MEF&#1T PEL00 M, 8 N# AN — Run, ZA/GHEL 70 M raw reads i#

To

Raw_total_Reads(M) 70 70 70 70 70 e : | o X -l -_ -
Clean_Q30(%) 94.29 93.79 94.15 93.38 93.10 93.63 — 2 e :
GC_content(%) 49.97 49.97 50.08 49.84 49.84 50.28 s R L i ww :
TRNA_Rate(%) 0.68 0.68 0.68 3.05 3.02 3.04 i :mn )

Mapping_Rate_Genome(%) 98.86 98.91 98.97 97.25 97.13 97.62 S
Mapping_Rate_mRNA(%) 92.78 92.81 92.90 85.27 84.44 84.76 - -t :
Transcript_Number(K) 49.02 48.81 48.76 48.29 48.37 4821 . o Lo N e
1623 1621 16.20 16.28 1625 1625 S — - -

Total_Gene_Number(K)

Arenge




WEM-NIPTESHERTUEIEREMNS, Q30>95%; 75 RE5 M —K

HARLE NPT ERSEM;
MR BT 24 MENSERFERME WGS XX, £ Saluseq Nimbo # 1T SES0 M, F17M 2 4> Run

Sample_id FHRZE EfEDITER
S01 T21 T21
Total_reads(M) S02 T21 T21
10.00
S03 T21 T21
8.00
S04 T18M70%_T13M30%3#%& T13,T18
6.00 S05 T21 21
e S06 T18M80%_T13M20%¢R & T13,T18
250 S07 T21 T21
0.00 S08 T18M70%_T21M30%HZ& T13,T21
01 S02 S03 S04 S05 S06 SO07 S08 S09 S10 S11 S12 S13 S14 S15 S16 S17 S18 S19 S20 S21 S22 S23 S24
S09 T18 T18
$10 T18 T18
s T18 T18
S12 T21M80%_T18M20%i# & T18,T21
5 | S13 T13 T13
Q30(%) GC_content(%) Sk Uik LUiS
0700% a50% s15 T13 T13
S16 PR ]
96.50% 43.00%
S17 BEME PR
42.50%
96.00% S18 BAME BAME
42.00% s19 T18 T18
95.50%
41.50% S20 T18 T18
95.00%
100% s21 T18 T18
on50% - S22 T13 T13
s23 T13 T13
94.00% 40.00%

S24 T13 T13




Saluseq Nimbo Z IR KX FFERINAE:S

25M 6OM lOOM
5 {5l

R E WGS s NIPT ~5M reads SE50 12 31 20 11
TR 0.5M~1M reads SE50 25 /50 fl 60 /120 {5l 100 / 200 4l
(tNGS)
BRSO ~1Gb PE150 74 18 3l 30 i
/]y panel
e e panel 3~5Gb PE150 1/2% 3/6fl 6/10 %l
BT/ 2B (B )
16S MR ~0.5 M reads PE300 50 51 / /
SEE DNA L% ~0.5 M reads SE400 50 4l / 200 {1
INBY BRI ZH M R S
(G TR AEHRSERA ~1Gb PE150 71 18 31 30 41l
BEMLNE BhyEE 2 B R ~4Gb PE150 2 15 4451 75

“FREEIE pooling RENMENBREEEFHEFLNL, XHSE, BPAIRERFREREE .
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RS SRS

MEEE
R~ 619 mm(W) x 682 mm(D) x 738 mm(H)
B8 #9115 kg
BE 100V - 240V~
PE 50 /60 Hz
IR
hE 1000 VA
1R 2 T10AH250V
R~ 13.3 &~F
fih 5 7
DR 1920 x 1080
IERE 15°C ~30°C
TEIFRIE TERE 20%RH ~ 80%RH (F4 )
Bk < 3000m
CPU (R1RKECE) 12th Gen Intel(R) Core(TM) i9-12900
RS BS K NE(RIEERE) 128GB
FiE(RIBECE) 2TB SSD
BIERSR

Windows 11 X64

REMN, H2EEFRHEFREHR
BRSEEAXR, 2ER—&EFRSEIE:
400-80-72587

3 4R 12 5B B A &l 7 an B & T 7 A BV PR 7]

R 51 5%
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RNBHEETEEERLF
0755-2374 5832
info@salus-bio.com

www.salus-bio.com
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