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Salus Pro 2FNFNERMERABR=ZLETSH
WOE (B4 5E£20253220191) , EIRAR EAFXREFA
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Salus Pro gllF A

KINEFRE 5 New Lens

LA ARAMEFRS100% £, sl &EE
FE{£50%
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P-4
3Dt/ New Chips BN FES New Enzymes
IDEEEHNBEIFSIY, KIBREEE, B ZMESMNES, HKMPELSO0RF

PR, S MEMENEER FIPE250

R R RES New Dyes

RIFE L ZE New Chemistry
BEEFEHER, CREEEMK ImNGSK 7B, thEREHX T, SE50+8+8
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Salus ProXz #F5F M = S A #14&(80M. 150M. 250M.500M. 1000M) #1 £ # M =52 (SE50. SE7T5.SE100. PE75. PE100.
PE150.PE250.SE400%), B EZNAIZ=,

8OM 150M 250M 500M 1000M*** 53]
HiES MEFEE* | HiEE MEFESE* | HiEE MEFETE* | #HiEE MNEFESE* | HiEE R B ) * Q30**
SE50 4.0 Gb 4.8 hr 7.5Gb 6.0 hr 12.5Gb 6.6 hr 25.0 Gb 10.7 hr — =90%
SET75 6.0 Gb 6.0 hr 11.2 Gb 7.0 hr 18.7 Gb 7.7 hr 37.5Gb 13.0 hr — =>90%
SE100 8.0 Gb 7.2 hr 15.0 Gb 8.0 hr 25.0Gb 9.2 hr 50.0 Gb 17.0 hr - =90%
PE75* = = = 75.0 Gb 24.0 hr 150.0 Gb 26.0 hr =>85%
PE100 — — — 100.0 Gb 31.0 hr 200.0 Gb 33.0 hr =>85%
PE150 24.0 Gb 20.0 hr 45.0 Gb 24.0hr  75.0 Gb 25.0 hr 150.0 Gb 43.0 hr 300.0 Gb 45.0 hr =>85%
PE250* 40.0 Gb 40.0 hr 75.0 Gb 45.0 hr — — - =>80%
SE400* 32.0Gb 30.0 hr 60.0 Gb 33.0 hr = = = =75%
. ______________________________________________________________________________________________________________________________________________________________________|]
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** EREF A E 5 Q30 R F AR X EMMbarcode(8+8) HMIF;
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80OM 150M 250M 500M 1000M
57 F BAYIES WEiEE BRBITHEARE | PRETHEAE | BRETERE | BRETHEEE | BRETELRE
BINA /SR | BER /SR | BER /XERE | 288K /WSHE | BShA [ WESHE
NIPT 5M reads SE50 16 /32 30 /60 50 /100 100/ 200 —
RRESERANZ
CNV-seq / PGT-A 5M reads SE75 16 /32 30/ 60 50 /100 100/ 200 =
MNGSHE R & 7= E R H N 20M reads SE75 4/8 8/16 12 /25 25 /50 —
NRIRRANF
HE. RS WGCSNIFE 1Gb PE150 24 /48 45 /90 75/ 150 150 / 300 300 /600
tNGSIRR A EE @ 1M reads SE50 80 /160 150 / 300 250/ 500 500 /1000 —
WENE bR %% /)\Panel 1Gb PE150 24 /48 45 /90 75/ 150 150 / 300 300/ 600
CEVES-SIm)
bR . T A Panel 10Gb PE150 3/6 5/10 7/15 15/30 30/60
WESA LI EFANF 12Gb PE150 2/4 3/7 6/12 12/25 25/ 50
RELNF SRR 4Gb PE150 6/12 11/22 18 /36 36/75 75/ 150
RNA-seq 6Gb PE100 2/5 5/10 8/16 16 /32 32/61
HRANF
. 20-50k reads/4HRE
4 AT _ _
SARERAENF CRTE1000040I%0) PE50+100 1/5 2/10
2ERANFE AEERABNF 100Gb PE150 — = = 1/3 2/6

- _____________________________________________________________________________________________________________________________|
i.Salus Pro¥fB YBENF 87, XIS IR BN S ENETT, B0 NAXFONFLD;
RPATENAIENSEYEE RRKURFEBRESE T, ARRERESCHIRFERETEE, FTRNAZRHNFRE, FSRE—;

iii. £3X1000MiRFI EER5Salus ProFA RN F (X E M —EE
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P WGSI=E
HFAEE: NA12878 gDNA

M FF588: Salus Pro PE1SOF, B&3 N FITHZA
BB DT S MEAHHEINT20M raw reads (clean bases £9100Gb) #{TH#7

Raw_Q30(%) 93.80 93.43 95.20
GC_content(%) 41.13 41.10 41.13
Duplication_rate(%) 5.24 5.34 5.17
Mapping_rate(%) 99.95 99.95 99.94
Mismatch_rate 3.94E-03 3.86E-03 3.77E-03
Depth 32.84 33.60 33.42
Coverage_1X(%) 99.01 99.01 99.03
Coverage_4X(%) 98.63 98.62 98.65
Coverage_30X(%) 61.62 60.48 63.96
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98.00%
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SNP Accuracy
Recall TPR Precision PPV F-score

M Salus Pro NA12878_Run01 M Salus Pro NA12878_Run02 M Salus Pro NA12878_Run03
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INDEL Accuracy

Recall TPR Precision PPV F-score

M Salus Pro NA12878_Run01 M Salus Pro NA12878_Run02 M Salus Pro NA12878_Run03
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MK B BIESalus ProF & BEHERRTMEE S *1.ZME800 gDNAMR A R LRI R AV B R M REMEK
Mk #2800 gDNAMR A

TS PELSOTIE REERER Salus Prot& 155

BERE RAEATBRAFNZHITERBRERE Gene Var_Type Chro AA_change Expected_AF% Depth Alt_depth VAF%

WIE4EIL :Salus Pro EMEFMEE R, BIEFTETRHEE, NRAS SNV chrl p.GIn61Lys 1 4849 53 11

ARARTMENICANLR PIK3CA SNV chr3 p.His1047Arg 7 4884 296 6.1

KIT SNV chr4 p.Asp816Val 2 4857 118 2.4

EGFR SNV chr7 p.Leu858Arg 1 4429 37 0.8

EGFR SNV chr7 p.Thr790Met 2 4971 105 2.1

EGFR SNV chr7 p.Gly719Ser 4 4843 185 3.8

BRAF SNV chr7 p.Val600Glu 7 4838 252 52

KRAS SNV chri2 p.Alal46Thr 1 4808 37 0.8

KRAS SNV chr12 p.Gly12Asp 2 4842 100 2.1

KRAS SNV chr12 p.Gly13Asp 4 4840 175 3.6

EGFR Insertion chr7 p.Ala767_Val769dup 3 4342 121 2.8

EGFR Deletion chr7 p.Glu746_Ala750del 2 5678 113 2

FLT3 Deletion chr13 p.lle836del 2 4943 150 3

EML4-ALK Fusion chr2-chr2 NA 5 2165 124 5.7

CD74-ROS1 Fusion chr5-chré NA 6 2485 116 4.7

ERBB21 CNV chrl7 NA 5copies - - Tcopies
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Mk BB :30iESalus ProF & EYIDNAK M EE S
MR A 3 AR B ED L HI AR ESRzymo (REYLEES) : Zymo_0.1, Zymo_1, Zymo_100)
M S8 SETS5M A

IE4510 :Salus ProF &1 H AV E MkHESY FEE S5Reference Standard (Zymo_Standard) —%
xRl RERAMERNFEHIEE R

Library Layout SE75 SE75 SE75
Host Proportion(%) 99.9 99 0
Total Reads(M) 20 20 1
Q20(%) 98 98 98
Q30(%) 91 90 87

Duplication Rate(%) 4.59 4.22 3.01

E 1. RERARERG R KA FEREER

1007

80 1 Pseudomonas_aeruginosa

(%)

Escherichia_coli

50 - Salmonella_enterica

Relative_Abundance

Lactobacillus_fermentum
Enterococcus_faecalis
Staphylococcus_aureus
Listeria_monocytogenes

40 -
20 1 . g -
g 4 Cryptococcus_neoformans

Bacillus_subtilis
Saccharomyces_cerevisiae
Zymo_0.1 Zymo_1 Zymo_100 Zymo_Standard




Az ES Y
} NIPTH M

X B AV I8IESalus ProE&NIPTH N AE S
TR A NIPTAR & @B
M S 88 SES0M

9IE45iL : Salus ProF EXINIPTIE EFR#HTHEN, EREESH AT —H
=1 NIPTHR A @i A 7 BURE R

BERMIEE (Reads) | THEZE(%) FEIMFRE GCEE(%) Salus ProF S ¥IELR IREERER —HiEEbie
T13 T13 —=

1 12372305 14.82 0.190 41.35

2 11344000 13.84 0.174 41.59 T13 T13 —=
3 12441958 14.90 0.191 41.46 T13 T13 —=
4} 11988109 14.45 0.184 41.45 T18 T18 —=
5 12988518 15.39 0.199 41.46 T18 T18 —=
6 12283718 14.75 0.189 41.53 T18 T18 —=
7 13220328 15.59 0.203 41.45 T21 T21 —%
8 12662706 15.09 0.194 41.39 T21 T21 —=
9 13320981 15.71 0.205 41.39 T21 T21 —%
10 7371229 9.51 0.111 41.84 BAM4E BAME —
11 6301335 8.32 0.096 42.27 BA M BAME —E
12 7138208 9.25 0.108 41.86 BEE FAME —

10 | eIFREmEHR R#EAEXRE
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Mix B9 BIESalus ProF & AN FEE S
ML EEA ASNE MDA (PBMCARAR) , HIR A ER9100001
M SR BE  PELSOM

19IE45iL:Salus Pro P &A1 M RARHATUFMARBREDIT RELERRIALE
RLBAPERANNFRIERREEE

MEFES EEER

W& Salus Pro B 11178

BirllFg 300M ER AR 2692

MR PE50+100 Mean Reads per cell 31312

THlReads#t 350M Median UMI per cell 7022
THHER 52.56Gb SRR By e

18 FFE (%) 56.7 BB 10303

B RAME—LEITER(%) 77.8 B R A Ex 2694

L]
w2 MPEBENHESIT

CD8+T 3526

NK 2697

CD14+Mono 2080
Naive CD4+T 828

B cells 489
FCGR3A+Mono 377
Platelet 125
Unkown 102
CD14+CD16+Mono 79
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FmiTWiER
Salus Pro RUO
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Salus Pro RSERMFEY SL-Y00102
Salus Pro RSN IR FIE$E (SRM-SE50-80M) SL-S00101 R~
Salus Pro RSIUFF i /%45 (SRM-SE75-250M) SL-500193 8 SLOKG
Salus Pro RSN EZE (PRM-PEL00-500M) SL-S00149

Salus Pro RSN IR FIE % (PPH-PE150-1000M) SL-S00306 BE 100V-240V~
|

1265mm (W) X 700mm(D) X 675mm(H)

BB EERE Y E AR DI 50/60Hz
AR QAR R E A, R T S b
Salus Pro IVD BiE hE 1200VA

Salus Pro 2R SL-Y00100 7 BER

Salus Pro it E % (SRM-SE50) SL-S00294

Salus Pro 3 iR 7% % (SRM-SET5) SL-500295 - R~ 21.5%F

Salus Pro 3 i% 7% % (SRM-SE100) SL-500296 v .,

Salus Pro iR E%E (PRM-PE100) SL-500297

Salus Pro IR iR &% (PRM-PE150) SL-500298 AE 19°C-25°C
B REEERE LS E AR PR 2R 20%RH-80%RH (54 58)
£ ’: 2 =t <2000m
= /[ HE ]

CPU (REERE) Intel Xeon® Silver 4216
REML, ALEZEFIREER RERENTEFRAMLER
. . . . . =16 32 GB DDR4+6
B8 & B IRS SR A R I MRS (& QC Al %47 ) . R
73
= (RERS) 10 TB HDD=4; 512 GB + 2048 GB SSD
& 8 (1 S N o .
yq{%1€§ﬁwa/\]%uﬁﬁ;{ﬁaﬁ Ef%{'ﬁgHW}ET/\l/A%%Eﬁ%)ﬁ\Fﬁ BRIER G Windows 10 x64
Sap— 4 4 5 8 T it %
£ {9 T ) 7 £ 3R EEIFRT, REMBIMRHS BABE 75 dB(A)

LES—EERSLIE: 400-8072-587

FHIE R AR 55
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AYBEETHRBRAF
0755-2374 5832

info@salus-bio.com

s Ly -
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CEEMAKEESHE2025F28, MERSNESE, FEAFQFANERAEKESRIE, BFEUREXEENTR AL,
*EFMRNARNEHETREERABAE, REFQAFEN, FAEMNIARARFFUEATARETFRATHITES. BN, RE. TS
“hRAV1.5, 2025F 28 hR.



